Cl_cpe-2017_1300 C A C U U A C C U A C C U U U C U U C A C -
Perc. ID 3'-22 21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 -5' 0 1 2 bits SupFam_75 AT5G15790 
Perc. ID 3'-25 24 23 22 21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 -5' 
Perc. ID 3'-23 22 21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 -5' Cl_cgr-pm_5805
Perc. ID 3'-23 22 21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 -5' Cl_cgr-mass_31780
Perc. ID 3'-22 21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 -5' Cl_cgr-mass_5064
U U C C U G A A G A G A U G G A A G U G U -

Cl_cgr-mass_3397
-
Perc. ID 3'-22 21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 -5' Cl_cgr-mass_4415
Perc. ID 3'-23 22 21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 -5' 
Perc. ID 3'-24 23 22 21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 -5' ARM_repeat_superf 
Target count: 5 --A C G A U G A A G A A G G A G A U G A A G -
Cl_cgr-mass_2600 --G C G G U G A A G U U A G G G U U G C A G -
Cl_cgr-pm_20012 A G A U G A U G A A G A A G G A G A U G A A G A
Cl_cgr-pm_3875 --A U G A U G A A G A A G G A G A U G A A G -
Cl_cgr-pm_1693 --G C G G U G A A G U U A G G G U U G C A G -
Cl_cgr-dp_2268 --G C G G U G A A G U U A G G G U U G C A G -
Cl_cpe-2017_2830 ---U G A U G A A G C U A G A G U U G U A G -
Cl_cpe-2017_172 --G U G G U G A A G U U A G A G U U G U A G -
Cl_cpe-2015_3720 ---U G A U G A A G C U A G A G U U G U A G -
Cl_cpe-2015_191 --G U G G U G A A G U U A G A G U U G U A G -
Cl_ccm_18605
--A U G A U G A A G C U A G A G U U G U A G -
G A C C G U G C U C C U U C C A C U U C U U C U U C U U C U A C U U C C G G C U A C C A U U U C AT4G35510 2.0 protein_coding_ge U C U C C U U C A G A U U U C G C U U C U U C U U C C U C U A C U U C A A A C U C A A A C G G A AT4G21450 3.0 PapD-like_superfa C C G U U U C C A U C U G G A G C U U C U U C U U C U U C U A C U U C U U C U C A U C U A C A U AT2G01460 3.0 P-loop_containing C A G C A A C A A C C U U C U A C U U C U U C U U C C U C U U C U U C G A U U C U U C A A U C U
